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[ Abstract | Objective

To investigate the role of stimulating protein 1 (Spl) transcription factor in

the transcriptional regulation of human endothelial-overexpressed lipopolysaccharide-associated factor 1
(EOLAL1) gene. Methods

core promoter of EOLA1 gene was used to analyze promoter activity. Electrophoretic mobility shift assay

Site-mutation of a putative Spl regulatory site locating at —734 to — 666 of the

(EMSA) and chromatin immunoprecipitation analysis ( ChIP) were performed to confirm whether Spl bound to

the site. Results

EOLAL1 gene is regulated by Spl transcription factor.
[ Key words |

Mutation of the Spl regulatory site resulted in a significant decline of EOLA1 promoter
activity (P <0.05). EMSA and ChIP showed that Spl bound to the site. Conclusion
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T EI S MINE T, RIS E R 79 h & 24
WRRRAL AL, AT LA E i B R AL sl R B AL T 1k A & K&
JARIMCE [ 7, R BE A S 1 B s 53 4h,
AL A PE B s EOLAL HH c-3m % P51 2h
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WZHBAY RS, 2 5085 RNA M EAE Y
HAEEGWRIE, A3 T 2R s R R A B 5
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N TAES EOLAL B0 R dh TR A 456 . Ak
FI ChIP SC¥G ARG , 2528 W Spl ST RESS 45
BAMI Y )5 EOLAL 5 83 X3, UEW] Spl e 5t
TS E T EOLAL J5 81/ GC &,
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